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4> 



ENTERED 



3 <110> APPLICANT: Monsanto Technology LLC 

4 He, Steve S. 

5 Dotson, Stanton B. 

7 <120> TITLE OF INVENTION: NUCLEIC ACID MOLECULES ASSOCIATED WITH PLANT CELL 
PROLIFERATION AND 

8 GROWTH AND USES THEREOF 

10 <130> FILE REFERENCE: 3 8-21(51837)8 
C--> 12 <140> CURRENT APPLICATION NmBER: US/10/024,632 
C--> 12 <141> CURRENT FILING DATE: 2001-12-19 

12 <150> PRIOR APPLICATION NUMBER: US 60/257,896 

13 <151> PRIOR FILING DATE: 2000-12-21 
15 <160> NUMBER OF SEQ ID NOS : 33 
17 <170> SOFTWARE: Patentin version 3.1 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 2344 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Glycine max 

24 <220> FEATURE: 

25 <221> NAME/KEY: CDS 

26 <222> LOCATION: ( 242 )..( 2233 ) 

27 <223> OTHER INFORMATION: 

30 <400> SEQUENCE: 1 

31 tgtgtgttga gcacatagaa cgatgagttt ggttggtaga ggagcaagtt ttgcattgta 60 
33 gttgtagcaa tagcaacaca acacaacaaa acaaaaacca agtcttcatc atcttcatat 120 
35 gcagagatta acatgatgat tagtttattt gccaagcaat gccttccttc gtgagatata 180 
37 aactgctagc aatttcaaat cttttcgagt aaccaaaaag aaaaaaacaa aaagcaagaa 240 

39 g atg aag cgc ata aat gag agt aac aac acc gat gat gga aac aat cat 289 

40 Met Lys Arg lie Asn Glu Ser Asn Asn Thr Asp Asp Gly Asn Asn His 

41 1 5 10 15 
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275 










280 










285 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/024,632 



DATE: 01/15/2002 
TIME: 17:46:56 



Input Set : 
Output Set: 



N:\paola\10024632.txt 
N:\CRF3\0I152002\J024 632.raw 



291 


lie 


Asp 


Thr 


Phe 


Gly 


Gin 


Arg 


Thr 


Ser 


Gin 


Tyr 


Arg 


Gly 


Val 


Thr 


Arg 


292 




290 










295 










300 










295 


His 


Arg 


Trp 


Thr 


Gly Arg 


Tyr Glu 


Ala 


His 


Leu 


Trp 


Asp 


Asn 


Ser 


Cys 


296 


305 










310 










315 










320 


299 


Lys 


Lys 


Glu 


Gly 


Gin 


Thr 


Arg 


Lys 


Gly Arg 


Gin 


Val 


Tyr 


Leu 


Gly 


Gly 


300 










325 










330 










335 




303 


Tyr 


Asp 


Met 


Glu 


Glu 


Lys 


Ala 


Ala 


Arg 


Ala 


Tyr 


Asp 


Leu 


Ala 


Ala 


Leu 


304 








340 










345 










350 






307 


Lys 


Tyr 


Trp 


Gly 


Pro 


Ser 


Thr 


His 


He 


Asn 


Phe 


Ser 


He 


Glu 


Asn 


Tyr 


308 






355 










360 










365 








311 


Gin 


Val 


Gin 


Leu 


Glu 


Glu 


Met 


Lys 


Asn 


Met 


Ser 


Arg 


Gin 


Glu 


Tyr 


Val 


312 




370 










375 










380 










315 


Ala 


His 


Leu 


Arg 


Arg 


Lys 


Ser 


Ser 


Gly 


Phe 


Ser 


Arg 


Gly 


Ala 


Ser 


He 


316 


385 










390 










395 










400 


319 


Tyr 


Arg 


Gly 


Val 


Thr 


Arg 


His 


His 


Gin 


His 


Gly 


Arg 


Trp 


Gin 


Ala 


Arg 


320 










405 










410 










415 




323 


He 


Gly 


Arg 


Val 


Ala 


Gly 


Asn 


Lys 


Asp 


Leu 


Tyr 


Leu 


Gly 


Thr 


Phe 


Ser 


324 








420 










425 










430 






327 


Thr 


Gin 


Glu 


Glu 


Ala 


Ala 


Glu 


Ala 


Tyr 


Asp 


Val 


Ala 


Ala 


He 


Lys 


Phe 


328 






435 










440 










445 








331 


Arg 


Gly 


Ala 


Asn 


Ala 


Val 


Thr 


Asn 


Phe 


Asp 


He 


Ser 


Arg 


Tyr 


Asp 


Val 


332 




450 










455 










460 










335 


Glu 


Arg 


He 


Met 


Ala 


Ser 


Ser 


Asn 


Leu 


Leu 


Ala 


Gly 


Glu 


Leu 


Ala 


Arg 


336 


465 










470 










475 










480 


339 


Arg 


Lys 


Lys 


Asp 


Asn 


Asp 


Pro 


Arg 


Asn 


Lys 


Asp 


He 


Asp 


Tyr 


Asn 


Lys 


340 










485 










490 










495 




343 


Ser 


Val 


Val 


Thr 


Ser 


Val 


Asn 


Asn 


Glu 


Glu 


Thr 


Val 


Gin 


Val 


Gin 


Ala 


344 








500 










505 










510 






347 


Gly 


Asn 


Asn 


Asn 


Asn 


Glu 


Asn 


Asp 


Ser 


Glu 


Trp 


Lys 


Met 


Val 


Leu 


Phe 


348 






515 










520 










525 








351 


Asn 


His 


Pro 


Ser 


Gin 


Gin 


Gin 


Gin 


Ala 


Asn 


Gly 


Asn 


Gly 


Ser 


Asp 


Gin 


352 




530 










535 










540 










355 


Lys 


He 


Met 


Asn 


Cys 


Gly 


Asn 


Tyr 


Arg 


Asn 


Ser 


Ala 


Phe 


Ser 


Met 


Ala 


356 


545 










550 










555 










560 


359 


Leu 


Gin 


Asp 


Leu 


He Gly 


He 


Asp 


Ser 


val 


Gly 


Ser 


Gly 


Gin 


His 


Asn 


360 










565 










570 
















Met 


Leu 


Asp 


Glu 


Ser 


Ser 


Lys 


He 


Gly Thr 


His 


Phe 


Ser 


Asn 


Thr 


Ser 


364 








580 










585 










590 






367 


Ser 


Leu 


Val 


Thr 


Ser 


Leu 


Ser 


Ser 


Ser 


Arg 


Glu 


Ala 


Ser 


Pro 


Glu 


Lys 


368 






595 










600 










605 








371 


Arg 


Gly 


Pro 


Ser 


Leu 


Leu 


Phe 


Pro 


Met 


Pro 


Pro 


Met 


Glu 


Thr 


Lys 


He 


372 




610 










615 










620 










375 


Val 


Asn 


Pro 


He 


Gly Thr 


Ser 


Val 


Thr 


Ser 


Trp 


Leu 


Pro 


Ser 


Pro 


Thr 


376 


625 










630 










635 










640 


379 


Val 


Gin 


Met 


Arg 


Pro 


Ser 


Pro 


Ala 


He 


Ser 


Leu 


Ser 


His 


Leu 


Pro 


Val 


380 










645 










650 










655 




383 


Phe 


Ala 


Ser 


Trp 


Thr 


Asp 


Thr 




















384 








660 


























387 


<210> SEQ ID NO: 


: 3 


























r?'^ ^--'''-f Xaa hss been detected in the Sequence Listing. 
' / ■ ^ I f« inciiri^ <i rnrresDonclins 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/024,632 



DATE: 01/15/2002 
TIME: 17:46:57 



Input Set : N:\paola\10024632.txt 
Output Set: N:\CRF3\01152002\J024632.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application No 

L;12 M:271 C: Current Filing Date differs. Replaced Current Filing Date 

L-. 2106 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:19 

L:2180 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:25 

L:2200 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:26 

L:2240 M:341 W: (46) "n" or "Xaa" used, for SEQ 1D#:28 

L:2266 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:29 

L:2292 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:30 

L:2312 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:31 
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